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Cat No.: BS2580 Host: Rabbit Reactivity: Human,Mouse

BACKGROUND
TACC1 (transforming acidic coiled coil gene 1) is one of
three TACC family members, which are thought to be in-
volved in breast tumorigenesis. TACC1 is located on 8p11
chromosomal region that is amplified in approximately 15%
of all breast tumor samples. The short arm of chromosome
8 also contains FGFR1 whose expression is enhanced in
most breast cancer tumors. TACC family members, TACC1,
TACC2, and TACC3, map very closely to the correspond-
ing FGFR1, FGFR2, FGFR3 genes on chromosomes 4,8, and
10. Subsequently, since they are phylogenetically related, it
is proposed that TACC and FGFR have similar roles in cell
growth and differentiation. Also, TACC1 contains a con-
served C-terminal region as in the Drosophila homolog, D-
TACC. It has been shown that D-TACC is necessary for nor-
mal spindle function, and the mammalian TACC proteins ap-
pears to interact with centrosomes and microtubules in a sim-
ilar manner.
PRODUCT

1 mg/ml in Phosphate buffered saline (PBS) with 0.05
Molecular Weight

∼80 kDa
PURIFICATION & PURITY

The antibody was affinity-purified from rabbit antiserum by
affinity-chromatography using epitope-specific immunogen
and the purity is > 95% (by SDS-PAGE).
APPLICATIONS

WB: 1:500 ∼ 1:1000
IHC: 1:50 ∼ 1:200
IF: 1:50 ∼ 1:200 (Recommended Dilutions)

STORAGE & STABILITY
Store at 4°C short term. Aliquot and store at -20°C long term.
Avoid freeze-thaw cycles.
SPECIFICITY

TACC3 (T813) pAb detects endogenous levels of TACC3
protein.
DATA

Western blot (WB) analysis of TACC3 (T813) pAb in ex-
tracts from 293 cells .

Immunohistochemistry (IHC) analyzes of TACC3 (T813)
pAb in paraffin-embedded human lung carcinoma tissue.
RESEARCH USE

For research use only, not for use in diagnostic procedures.
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